Sequence and mass spectrum of protein 18; 1 H NMR spectra for compounds 4, 5, 6, 9, 11, 12 and 14a and 14b; 13 C NMR spectra for compounds 4, 5, 6, 9, 12 and 14a and 14b;
, Aha-and Hpgtagged proteins were labeled at levels that were indistinguishable. The expected mass shift of 121 Da is observed in spectra of tryptic fragments derived from 7-Hpg-GFP.
7-Hpg-GFP

S16
Xcalibur software was used to set up the Orbitrap for collision-induced dissociation. The instrument was set to positive polarity, with a scan range of 200-1200 Da. Mascot generic files (MGF) files were analyzed Sorcerer and Scaffold programs. Please refer to methods section for sample preparation details.
